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J7U> | CYP2C9 -SRZERTILES. CYP3A5 -990ULR, IL28B- CEIFF
HAREE) BETF/UTY RIS, 2 FIERRAREE, DVNZAY 2
WiFE (EGFR -9 74FZJ1th. BRAF-975J1=T4t. ALK -7LOF=THth
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